SEQUENCE LISTING 



<110> Neil H. Riordan 

<12 0> METHOD AND COMPOSITION FOR PREVENTING OR 

REDUCING EDEMA, DEEP VEIN THROMBOSIS AND/ OR PULMONARY EMBOLISM 



<130> AIDAN.005A 

<14 0> unknown 

<141> 2003-08-22 

<150> 60/468948 

<151> 05/07/03 

<160> 7 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 274 

<212> PRT 

<213> Bacillus Subtilis 



<400> 1 



Ala 


Gin 


Ser 


Val 


Pro 


Tyr 


Gly 


He 


Ser 


Gin 


He 


Lys 


Ala 


Pro 


Ala 


Leu 


1 








5 










10 










15 




His 


Ser 


Gin 


Gly 


Tyr 


Thr 


Gly 


Ser 


Asn 


Val 


Lys 


Val 


Ala 


Val 


He 


Asp 








20 










25 










30 






Ser 


Gly 


He 


Asp 


Ser 


Ser 


His 


Pro 


Asp 


Leu 


Asn 


Val 


Arg 


Gly 


Gly 


Ala 






35 










40 










45 








Ser 


Phe 


Val 


Pro 


Ser 


Glu 


Thr 


Asn 


Pro 


Tyr 


Gin 


Asp 


Gly 


Ser 


Ser 


His 




50 










55 










60 










Gly 


Thr 


His 


Val 


Ala 


Gly 


Thr 


He 


Ala 


Ala 


Leu 


Asn 


Asn 


Ser 


He 


Gly 


65 










70 










75 










80 


Val 


Leu 


Gly 


Val 


Ala 


Pro 


Ser 


Ala 


Ser 


Tyr 


Ala 


Val 


Lys 


Val 


Leu 


Asp 










85 










90 










95 




Ser 


Thr 


Gly 


Ser 


Gly 


Gin 


Tyr 


Ser 


Trp 


He 


He 


Asn 


Gly 


He 


Glu 


Trp 








100 










105 










110 






Ala 


He 


Ser 


Asn 


Asn 


Met 


Gly 


Val 


He 


Asn 


Met 


Ser 


Leu 


Gly 


Gly 


Pro 






115 










120 










125 








Ser 


Gly 


Ser 


Thr 


Ala 


Leu 


Lys 


Thr 


Val 


Val 


Asp 


Lys 


Ala 


Val 


Ser 


Ser 




130 










135 










140 










Gly 


He 


Val 


Val 


Ala 


Ala 


Ala 


Ala 


Gly 


Asn 


Glu 


Gly 


Ser 


Ser 


Gly 


Ser 


145 










150 










155 










160 


Ser 


Ser 


Thr 


Val 


Gly 


Tyr 


Pro 


Ala 


Lys 


Tyr 


Pro 


Ser 


Thr 


He 


Ala 


Val 










165 










170 










175 




Gly 


Ala 


Val 


Asn 


Ser 


Ser 


Asn 


Gin 


Arg 


Ala 


Ser 


Phe 


Ser 


Ser 


Ala 


Gly 








180 










185 










190 






Ser 


Glu 


Leu 


Asp 


Val 


Met 


Ala 


Pro 


Gly 


Val 


Ser 


He 


Gin 


Ser 


Thr 


Leu 






195 










200 










205 








Pro 


Gly 


Gly 


Thr 


Tyr 


Gly 


Ala 


Tyr 


Asn 


Gly 


Thr 


Ser 


Met 


Ala 


Thr 


Pro 




210 










215 










220 










His 


Val 


Ala 


Gly 


Ala 


Ala 


Ala 


Leu 


He 


Leu 


Ser 


Lys 


His 


Pro 


Thr 


Trp 


225 










230 










235 










240 



1 



Thr Asn Ala Gin 

Gly Asn Ser Phe 
260 

Ala Gin 



Val Arg Asp Arg 
245 

Tyr Tyr Gly Lys 



Leu Glu Ser Thr 
250 

Gly Leu lie Asn 
265 



Ala Thr Tyr Leu 
255 

Val Gin Ala Ala 
270 



<210> 2 
<211> 381 
<212> PRT 

<213> Bacillus Subtilis 
<400> 2 

Met Arg Ser Lys Lys Leu Trp lie Ser Leu Leu Phe Ala Leu Thr Leu 

1 5 10 15 

He Phe Thr Met Ala Phe Ser Asn Met Ser Ala Gin Ala Ala Gly Lys 

20 25 30 

Ser Ser Thr Glu Lys Lys Tyr He Val Gly Phe Lys Gin Thr Met Ser 

35 40 " 45 

Ala Met Ser Ser Ala Lys Lys Lys Asp Val He Ser Glu Lys Gly Gly 

50 55 60 

Lys Val Gin Lys Gin Phe Lys Tyr Val Asn Ala Ala Ala Ala Thr Leu 
65 70 75 80 

Asp Glu Lys Ala Val Lys Glu Leu Lys Lys Asp Pro Ser Val Ala Tyr 

85 90 95 

Val Glu Glu Asp His He Ala His Glu Tyr Ala Gin Ser Val Pro Tyr 

100 105 110 

Gly lie Ser Gin He Lys Ala Pro Ala Leu His Ser Gin Gly Tyr Thr 

115 120 125 

Gly Ser Asn Val Lys Val Ala Val He Asp Ser Gly He Asp Ser Ser 

130 135 140 

His Pro Asp Leu Asn Val Arg Gly Gly Ala Ser Phe Val Pro Ser Glu 
145 150 155 i 6 o 

Thr Asn Pro Tyr Gin Asp Gly Ser Ser His Gly Thr His Val Ala Gly 

165 170 175 

Thr He Ala Ala Leu Asn Asn Ser He Gly Val Leu Gly Val Ala Pro 

180 185 190 

Ser Ala Ser Leu Tyr Ala Val Lys Val Leu Asp Ser Thr Gly Ser Gly 

195 200 205 

Gin Tyr Ser Trp He He Asn Gly He Glu Trp Ala He Ser Asn Asn 

210 215 220 

Met Asp Val He Asn Met Ser Leu Gly Gly Pro Thr Gly Ser Thr Ala 
225 230 ' 235 ' ' 240 

Leu Lys Thr Val Val Asp Lys Ala Val Ser Ser Gly He Val Val Ala 

245 250 ~ 255 

Ala Ala Ala Gly Asn Glu Gly Ser Ser Gly Ser Thr Ser Thr Val Gly 

260 265 270 

Tyr Pro Ala Lys Tyr Pro Ser Thr He Ala Val Gly Ala Val Asn Ser 

275 280 285 

Ser Asn Gin Arg Ala Ser Phe Ser Ser Val Gly Ser Glu Leu Asp Val 

290 295 300 

Met Ala Pro Gly Val Ser He Gin Ser Thr Leu Pro Gly Gly Thr Tyr 
305 310 315 * 320 

Gly Ala Tyr Asn Gly Thr Ser Met Ala Thr Pro His Val Ala Gly Ala 

325 330 335 

Ala Ala Leu He Leu Ser Lys His Pro Thr Trp Thr Asn Ala Gin Val 



2 







340 










345 










350 






Arg Asp Arg 


Leu 


Glu 


Ser 


Thr 


Ala 


Thr 


Tyr 


Leu 


Gly 


Ser 


Ser 


Phe 


Tyr 




355 










360 










365 








Tyr Gly 


Lys 


Gly Leu 


He 


Asn 


val 


Gin 


Ala 


Ala 


Ala 


Gin 








370 










375 










"ion 

J O v 










<210> 3 






























<211> 381 




























<212> PRT 




























<213> Bacillus ! 


Subtilis 






















<400> 3 






























Met Arg 


Ser 


Lvs 


Lys 


Leu 


Trp 


He 


Ser 


Leu 


Leu 


Phe 


Ala 


Leu 


Thr 


Leu 


1 






5 










10 










15 




lie Phe 


Thr 


Met 


Ala 


Phe 


Ser 


Asn 


Met 


Ser 


Ala 


Gin 


Ala 


Ala 


Gly 


Lys 






20 










25 










30 






Ser Ser 


Thr 


Glu 


Lys 


Lys 


Tyr 


He 


Val 


Gly 


Phe 


Lys 


Gin 


Thr 


Met 


Ser 




35 










40 










45 








Ala Met 


Ser 


Ser 


Ala 


Lvs 


Lys 


Lys 


Asp 


Val 


He 


Ser 


Glu 


Lys 


Gly 


Gly 


50 










55 










60 










Lys Val 


Gin 


Lys 


Gin 


Phe 


Lys 


Tyr 


Val 


Asn 


Ala 


Ala 


Ala 


Ala 


Thr 


Leu 


65 








70 










75 










80 


Asp Glu 


Lvs 


Ala 


Val 


Lvs 


Glu 


Leu 


Lys 


Lys 


Asp 


Pro 


Ser 


Val 


Ala 


Tyr 








85 










90 










95 




Val Glu 


Glu 


Asp 


His 


He 


Ala 


His 


Glu 


Tyr 


Ala 


Gin 


Ser 


Val 


Pro 


Tyr 






100 










105 










110 






Gly lie 


Ser 


Gin 


He 


Lys 


Ala 


Pro 


Ala 


Leu 


His 


Ser 


Gin 


Gly 


Tyr 


Thr 




1 1 J 










120 










125 








Gly Ser 


Asn 


Val 


Lys 


Val 


Ala 


Val 


He 


Asp 


Ser 


Gly 


He 


Asp 


Ser 


Ser 


13 0 










135 










140 










His Pro 


Asp 


Leu 


Asn 


Val 


Arg 


Gly 


Gly 


Ala 


Ser 


Phe 


Val 


Pro 


Ser 


Glu 


14 5 








150 










155 










160 


Thr Asn 


Pro 


Tvr 


Gin 


Asp 


Gly 


Ser 


Ser 


His 


Gly 


Thr 


His 


Val 


Ala 


Gly 








165 










170 










175 




Thr lie 


Ala 


Ala 


Leu 


Asn 


Asn 


Ser 


lie 


Gly 


Val 


Leu 


Gly 


Val 


Ala 


Pro 






J. O \J 










185 










190 










Leu 




Ala 

rt-L CI 


Val 


Lys 


Val 


Leu 


Asp 


Ser 


Thr 


Gly 


Ser 


Gly 














200 










205 








Gin Tyr 


Ser 


Trp 


He 


He 


Asn 


Gly 


He 


Glu 


Trp 


Ala 


He 


Ser 


Asn 


Asn 


210 










215 










220 










Met Asp 


Val 


He 


Asn 


Met 


Ser 


Leu 


Gly 


Gly 


Pro 


Thr 


Gly 


Ser 


Thr 


Ala 


225 








230 










235 










240 


Leu Lys 


Thr 


Val 


Val 


Asp 


Lys 


Ala 


Val 


Ser 


Ser 


Gly 


He 


Val 


Val 


Ala 








245 










250 










255 




Ala Ala 


Ala 


Gly 


Asn 


Glu 


Gly 


Ser 


Ser 


Gly 


Ser 


Thr 


Ser 


Thr 


Val 


Gly 






260 










265 










270 






Tyr Pro 


Ala 


Lys 


Tyr 


Pro 


Ser 


Thr 


He 


Ala 


Val 


Gly 


Ala 


val 


Asn 


Ser 




275 










280 










285 








Ser Asn 


Gin 


Arg 


Ala 


Ser 


Phe 


Ser 


Ser 


Val 


Gly 


Ser 


Glu 


Leu 


Asp 


Val 


290 










295 










300 










Met Ala 


Pro 


Gly 


Val 


Ser 


He 


Gin 


Ser 


Thr 


Leu 


Pro 


Gly 


Gly 


Thr 


Tyr 


305 








310 










315 










320 


Gly Ala 


Tyr 


Asn 


Gly 


Thr 


Ser 


Met 


Ala 


Thr 


Pro 


His 


Val 


Ala 


Gly 


Ala 








325 










330 










335 




Ala Ala 


Leu 


He 


Leu 


Ser 


Lys 


His 


Pro 


Thr 


Trp 


Thr 


Asn 


Ala 


Gin 


Val 






340 










345 










350 







Arg Asp 


Arg 


Leu 


Glu 


Ser 


i nr 


A 1 -a 

Aia 


rpVi -v- 

inr 


Tyr 


Leu 


p l w 

uiy 


Asn 


Ser 


Ffie 


Tyr 




355 










360 










365 








Tyr Gly Lys 


Gly Leu 


lie 


Asn 


Val 


Gin 


Ala 


Ala 


AT-. 

Ala 


Gin 








370 










375 










380 










<210> 4 






























<211> 381 




























<212> PRT 




























<213> Bacillus ! 


Subtilis 






















<400> 4 






























Met Arg 


Ser 


Lys 


Lys 


Leu 


irp 


l it: 


Cor* 


Leu 


Leu 




aia 

M.1 d 


Leu 


1 11 L 


Leu 


1 






5 










10 










15 




He Phe 


Thr 


Met 


Ala 


Phe 


Ser 


Asn 


rie u 


Ser 


a 1 a 
Ala 


pi n 

uin 


Al a 

Aia 


Ala 

Aia 


Pl„ 

uiy 


Lys 






20 










Z 5 










3 0 






Ser Ser 


Thr 


Glu 


Lys 


Lys 


iyr 


i i e 


V a. J. 


vji y 


rile 


Lys 


pl n 

bin 


Thr 


Mo t- 
l v lct 


Ser 




35 










A A 










4 b 








Ala Met 


Ser 


Ser 


Ala 


Lys 


Lys 


Lys 


Asp 


y 3 1 

vai 


Tl n 

lie 


Ser 


p 1 n 

UlU 


Lys 


uiy 


uiy 


50 










_> b 










b U 










Lys Val 


Gin 


Lys 


Gin 


Phe 


T .\/G 


iyr 


Va 1 


Asn 


Ala 


i-ilci 


aia 


aia 

M.1 d 


i in 


Leu 


65 








70 










1 D 










Q A 

o U 


Asp Glu 


Lys 


Ala 


Val 


Lys 


ulU 


JJC Li 


T .\/c 


T .wc 
uy o 




±"1 U 


OCI 


Va 1 


aia 

nld 


Tyr 








85 










q n 

y u 










y b 




Val Glu 


Glu 


Asp 


His 


He 


Ala 


ill fa 


Pl 1T 
UlU 


Tyr 


nla 


Pl n 

uin 


Ser 


Va 1 

vai 


Pro 


Tyr 






100 




















1 1 A 

11U 






Gly He 


Ser 


Gin 


He 


Lys 


M._L d 


Pro 


aia 

M.1 d 


Leu 


ill S 


Ser 


Pl n 

uin 


Pl r 

uiy 


Tyr 


i nr 




115 










1Z 0 










IOC 

125 








Gly Ser 


Asn 


Val 


Lys 


Val 


Ala 

/\i a 


vai 


lie 


Asp 


Ser 


P 1 1 -\ r 

uiy 


Tl a 

lie 


Asp 


Ser 


Ser 


130 




















14 U 










His Pro 


Asp 


Leu 


Asn 


Val 


Arg 


n~\\/ 
uiy 


y 


Ala 


C 0 V 


nv,p 


Va 1 
Veil 


Pro 


Ser 


UlU 


145 








150 










lb b 










n a a 
1 b U 


Thr Asn 


Pro 


Tyr 


Gin 


Asp 


ni \/ 


C o v 


Q o y 
DCJ7 


t_t -! c 
nlb 


Pl , , 


inr 


111 S 


Va 1 

vai 


aia 
ai a 


Pl w 

uiy 








165 










1 / U 










1 / b 




Thr He 


Ala 


Ala 


Leu 


Asn 


Asn 


Ser 


Hp 

lie 


Pi 

uiy 


Va 1 
Veil 


Leu 


uiy 


Va 1 

vai 


aia 
Aia 


Pro 






180 










lob 










-1 O A 






Ser Ala 


Ser 


Leu 


Tyr 


Ala 


\7"a 1 

v ax 


Lys 


vai 


Leu 


Asp 


Ser 


inr 


p ~\ i r 

uiy 


Ser 


uiy 




195 










o a a 
ZOO 










A A C 








Gin Tyr 


Ser 


Trp 


He 


He 


Asn 


p l •< t 

uiy 


Tl „ 

lie 


UlU 


Trp 


a n o 

Aia 


Ti- 
lls 


Ser 


Asn 


Asn 


210 










215 










22 0 










Met Asp 


Val 


He 


Asn 


Met 


Ser 


Leu 


pi 
uiy 


biy 


Pro 


i nr 


uiy 


Ser 


rp]_ „ 

inr 


Ala 

Aia 


225 








230 










^ 3 5 










24 0 


Leu Lys 


Thr 


Val 


Val 


Asp 


Lys 


Ala 


Va 1 
Veil 


Ser 


Ser 


Plrr 

biy 


Tlo 

lie 


\r~. i 
vai 


vai 


aia 
Aia 








245 










2 5 0 










255 




Ala Ala 


Ala 


Gly 


Asn 


Glu 


\j±Y 


Ser 


C o V 


n 1 \r 

uiy 


Ser 


Thr 


Ser 


inr 


vai 


P 1 IT" 

uiy 






260 










z bb 










2 7 0 






Tyr Pro 


Ala 


Lys 


Tyr 


Pro 


Ser 


TV* v 

inr 


Tl a 

lie 


Al a 

Aia 


vai 


uiy 


A i ~ 
Aia 


vai 


Asn 


Ser 




275 










o d a 










o o c 
z ob 








Ser Asn 


Gin 


Arg 


Ala 


Ser 


riie 


Ser 


Ser 


vai 


pi 
uiy 


Ser 


UlU 


Lieu 


Asp 


vai 


290 










Z y b 










3 00 










Met Ala 


Pro 


Gly 


Val 


Ser 


Tip 






X 111 


Leu 


Pro 


Pl v 


uiy 


1 111 


iyr 


305 








310 










315 










320 


Gly Ala 


Tyr 


Asn 


Gly 


Thr 


Ser 


Met 


Ala 


Thr 


Pro 


His 


Val 


Ala 


Gly 


Ala 








325 










330 










335 




Ala Ala 


Leu 


He 


Leu 


Ser 


Lys 


His 


Pro 


Thr 


Trp 


Thr 


Asn 


Ala 


Gin 


Val 






340 










345 










350 






Arg Asp 


Arg 


Leu 


Glu 


Ser 


Thr 


Ala 


Thr 


Tyr 


Leu 


Gly 


Asn 


Ser 


Phe 


Tyr 



355 360 365 

Tyr Gly Lys Gly Leu lie Asn Val Gin Ala Ala Ala Gin 
370 375 380 



<210> 5 

<211> 1327 

<212> DNA 

<213> Bacillus Subtilis 



<400> 5 

gtatgaaaat 

gagataaaat 

atgcacagaa 

agtgagaagc 

ggcgttcagc 

tgtcggattt 

tgaaaaaggc 

ggatgaaaaa 

tcatattgca 

ggctcttcac 

aattgactct 

aacaaaccca 

tcttaataac 

agtgcttgat 

catttccaac 

gctgaaaaca 

aaacgaaggt 

tattgcagta 

tgagcttgat 

cggcgcttat 

tctttctaag 

aacatacctt 

acaataa 



agttatttcg 
catctcaaaa 
tagtctttta 
aaaaaattgt 
aacatgtctg 
aagcagacaa 
ggaaaggttc 
gctgtaaaag 
catgaatatg 
tctcaaggct 
tctcatcctg 
taccaggacg 
tcaatcggtg 
tcaacaggaa 
aatatggatg 
gtagttgata 
tcatccggaa 
ggtgcggtaa 
gtaatggctc 
aacggaacgt 
cacccgactt 
ggaagctctt 



agctctctac 
aaatgggtct 
agtaagtcta 
ggatcagctt 
cgcaggctgc 
tgagtgccat 
aaaagcaatt 
aattgaaaaa 
cgcaatctgt 
acacaggctc 
acttaaacgt 
gcagttctca 
ttctgggcgt 
gcggccaata 
ttatcaacat 
aagcggtttc 
gcacaagcac 
acagcagcaa 
ctggcgtgtc 
ccatggcgac 
ggacaaacgc 
tctactatgg 



ggaaatagcg 
actaaaatat 
ctctgaattt 
gttgtttgcg 
cggaaaaagc 
gagttccgcc 
taagtatgtt 
agatccgagc 
tccttatggc 
taacgtaaaa 
cagaggcgga 
cggtacgcat 
agcgccaagc 
tagctggatt 
gagccttggc 
cagcggtatc 
agtcggctac 
ccaaagagct 
catccaaagc 
tcctcacgtt 
gcaagtccgt 
aaaagggtta 



agagatgata 
tattccatct 
tttaaaagga 
ttaacgttaa 
agtacagaaa 
aagaaaaagg 
aacgcggccg 
gttgcatatg 
atttctcaaa 
gtagctgtta 
gcaagcttcg 
gtcgccggta 
gcatcattat 
attaacggca 
ggacctactg 
gtcgttgctg 
cctgcaaaat 
tcattctcca 
acacttcctg 
gccggagcag 
gatcgtttag 
atcaacgtac 



tacctaaata 
attacaataa 
gagggtaaag 
tctttacgat 
agaaatacat 
atgttatttc 
cagcaacatt 
tggaagaaga 
ttaaagcgcc 
tcgacagcgg 
ttccttctga 
cgattgccgc 
atgcagtaaa 
ttgagtgggc 
gttctacagc 
ccgcagccgg 
atccttctac 
gcgtaggttc 
gaggcactta 
cagcgctaat 
aaagcactgc 
aagcagctgc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1327 



<210> 6 

<211> 825 

<212> DNA 

<213> Bacillus Subtilis 



<400> 6 

gcgcaatctg 

tacacaggct 

gacttaaacg 

ggcagttctc 

gttctgggcg 

agcggccaat 

gttattaaca 

aaagccgttt 

agctcaagca 

aacagcagca 

cctggcgtat 

tccatggcga 

tggactaacg 

ttctactatg 



ttccttatgg 
ctaacgtaaa 
tcagaggcgg 
acggtacgca 
tagcgccaag 
atagctggat 
tgagcctcgg 
ccagcggtat 
cagtcggcta 
accaaagagc 
ccatccaaag 
ctcctcacgt 
cacaagtccg 
gaaaagggtt 



catttctcaa 
agtagctgtt 
agcaagcttc 
tgtagccggt 
cgcatcatta 
tattaacggc 
cggaccttct 
cgtcgttgct 
ccctgcaaaa 
ttcattctca 
cacacttcct 
tgccggagca 
tgatcgttta 
aatcaacgta 



attaaagcgc 
atcgacagcg 
gtaccttctg 
acgattgccg 
tatgcagtaa 
attgaatggg 
ggttctacag 
gccgctgcag 
tatccttcta 
agcgcaggtt 
ggaggcactt 
gcagcgctaa 
gaaagcactg 
caagcagctg 



cggctcttca 
gaattgactc 
aaacaaaccc 
ctcttaataa 
aagtgcttga 
ccatttccaa 
cgctgaaaac 
gaaacgaagg 
ctattgcggt 
ctgagcttga 
acggtgctta 
ttctttctaa 
caacatatct 
cacaa 



ctctcaaggc 60 
ttctcatcct 120 
ataccaggac 180 
ctcaatcggt 240 
ttcaacagga 300 
caatatgggt 360 
agtcgttgat 420 
ttcgtccgga 480 
aggtgcggta 54 0 
tgtgatggct 600 
caacggcacg 660 
gcatccgact 720 
tggaaactct 780 
825 



<210> 7 



5 



<211> 1146 
<212> DNA 

<213> Bacillus Subtilis 



<400> 7 

gtgagaagca aaaaattgtg gatcagcttg ttgtttgcgt taacgttaat ctttacgatg 60 
gcgttcagca acatgtctgc gcaggctgcc ggaaaaagca gtacagaaaa gaaatacatt 120 
gtcggattta agcagacaat gagtgccatg agttccgcca agaaaaagga tgttatttct 180 
gaaaaaggcg gaaaggttca aaagcaattt aagtatgtta acgcggccgc agcaacattg 240 
gatgaaaaag ctgtaaaaga attgaaaaaa gatccgagcg ttgcatatgt ggaagaagat 300 
catattgcac atgaatatgc gcaatctgtt ccttatggca tttctcaaat taaagcgccg 360 
gctcttcact ctcaaggcta cacaggctct aacgtaaaag tagctgttat cgacagcgga 420 
attgactctt ctcatcctga cttaaacgtc agaggcggag caagcttcgt tccttctgaa 480 
acaaacccat accaggacgg cagttctcac ggtacgcatg tcgccggtac gattgccgct 540 
cttaataact caatcggtgt tctgggcgta gcgccaagcg catcattata tgcagtaaaa 600 
gtgcttgatt caacaggaag cggccaatat agctggatta ttaacggcat tgagtgggcc 660 
atttccaaca atatggatgt tatcaacatg agccttggcg gacctactgg ttctacagcg 720 
ctgaaaacag tagttgataa agcggtttcc agcggtatcg tcgttgctgc cgcagccgga 780 
aacgaaggtt catccggaag cacaagcaca gtcggctacc ctgcaaaata tccttctact 840 
attgcagtag gtgcggtaaa cagcagcaac caaagagctt cattctccag cgtaggttct 900 
gagcttgatg taatggctcc tggcgtgtcc atccaaagca cacttcctgg aggcacttac 960 
ggcgcttata acggaacgtc catggcgact cctcacgttg ccggagcagc agcgctaatt 1020 
ctttctaagc acccgacttg gacaaacgcg caagtccgtg atcgtttaga aagcactgca 1080 
acatatcttg gaaactcttt ctactatgga aaagggttaa tcaacgtaca agcagctgca 1140 
caataa 1146 
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